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Table 1: TRANSFAC MARS predictor for AdiposeTissue.Hs

MARS function terms (f(z) = max(z,0)):

Term Interpretation

+0.0273 FG by default

+0.000431 (X - 303.0)

FG if X scores high

- 0.0435 (X, - 18.7)

BG if X3 scores high

T1.07 f(X3 - 22.4)

BG if X3 scores high
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Table 2: TRANSFAC MARS predictor for AdiposeTissue.Mm

MARS function terms (f(z) = max(z,0)):

Term

Interpretation

-0.0416

BG by default

- 0.00165 £(651.0 - X7)

BG if X7 scores low

+ 0.000183 f(X; - 651.0)

FG if X scores high

+0.261 £(207.0 - X>) f(X; - 651.0)

FG if X5 scores low and X scores high

+ 2.26E-7 f(X3 - 207.0) f(X; - 651.0)

FG if X5 scores high and X scores high

+0.00989 {(11.6 - X3) f(X; - 651.0)

FG if X3 scores low and X scores high

- 0.0000136 (X3 - 11.6) f(X; - 651.0)

BG if X3 scores high and X scores high
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Table 3: TRANSFAC MARS predictor for AdrenalGland.Hs

MARS function terms (f(z) = max(z,0)):

Term

Interpretation

-0.0784

BG by default

+ 0.00466 £(158.0 - X;)

FG if X scores low

+0.0349 f(X; - 158.0)

FG if X scores high

- 0.000253 £(1430.0 - X>) £(10.2 - X3)

BG if X5 scores low and X3 scores low

- 0.000536 £(1430.0 - X») (X3 - 10.2)

BG if X5 scores low and X3 scores high
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Table 4: TRANSFAC MARS predictor for AdrenalGland.Mm

MARS function terms (f(z) = max(z,0)):

Term

Interpretation

+0.288

FG by default

20.066 £(29.2 - X1)

BG if X7 scores low
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Table 5: TRANSFAC MARS predictor for Amygdala.Hs

MARS function terms (f(z) = max(z,0)):

Term

Interpretation

-0.572

BG by default

+0.00117 £(1130.0 - X1)

FG if X scores low

+ 0.000387 (X - 1130.0)

FG if X scores high

+ 0.00687 £(121.0 - X3)

FG if X5 scores low

+0.0174 (X2 - 121.0)

FG if X scores high

- 0.0000553 f(X5 - 95.8) f(1130.0 - X)

BG if X3 scores high and X scores low
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Table 6: TRANSFAC MARS predictor for Amygdala.Mm

MARS function terms (f(z) = max(z,0)):

Term

Interpretation

-0.65

BG by default

+0.00852 £(161.0 - X71) | FG if X7 scores low
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Table 7: TRANSFAC MARS predictor for BoneMarrow.Hs

MARS function terms (f(z) = max(z,0)):

Term Interpretation

-0.135 BG by default

+0.00296 £(268.0 - X1) | FG if X7 scores low
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Table 8: TRANSFAC MARS predictor for BoneMarrow.Mm

MARS function terms (f(z) = max(z,0)):

Term

Interpretation

-0.273

BG by default

+0.00111 £(735.0 - X;)

FG if X7 scores low

- 0.0000939 £(735.0 - X1)(X2 + 6.67)

BG if X scores low and X5 scores high
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Table 9: TRANSFAC MARS predictor for CD4TCells.Hs

MARS function terms (f(z) = max(z,0)):

Term Interpretation
-0.354 BG by default
+0.0831 f(X7 - 25.8) FG if X scores high

+0.0377 £(25.8 - X7) £f(17.6 - X5) | FG if Xy scores low and X5 scores low
-0.0227 £(25.8 - X1) f(X5 - 17.6) | BGif X; scores low and X5 scores high
+0.0318 f(61.4 - X3) FG if X3 scores low

+0.00632 f(X3 - 61.4) FG if X3 scores high
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Table 10: TRANSFAC MARS predictor for CD4TCells.Mm

MARS function terms (f(z) = max(z,0)):

Term Interpretation

-03 BG by default

+ 0.0756 f(X; - 14.8) | FG if X scores high
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Table 11: TRANSFAC MARS predictor for CD8TCells.Hs

MARS function terms (f(z) = max(z,0)):

Term Interpretation

+ 0.495 FG by default

-0.0788 f(24.5 - X4) BG if X scores low

-0.00355 f(24.5 - X7) f(45.1 - X5) | BGif X7 scores low and X scores low




Module Feature MotifName Factor Logo

X,  PRODUCT Moo02s  Ei1  §SeAC

M00317  PolyA gIT(;T CTeTICICA

MO00761 pS3decamer A

Table 12: TRANSFAC MARS predictor for CD8TCells.Mm

MARS function terms (f(z) = max(z,0)):

Term Interpretation
+0.639 FG by default
- 0.000761 £(1680.0 - X;) | BGif X; scores low
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Table 13: TRANSFAC MARS predictor for Cerebellum.Hs

MARS function terms (f(z) = max(z,0)):

Term

Interpretation

-0.7

BG by default

+0.0327 f(41.2- X1)

FG if X scores low

+1.86 f(X; - 41.2)

FG if X scores high

+0.0023 f(17.4 - Xo)

FG if X5 scores low

+0.113 f(X3 - 17.4)

FG if X5 scores high

-0.0212 f( X5 - 17.4) f(X3 - 17.5)

BG if X5 scores high and X3 scores high
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Table 14: TRANSFAC MARS predictor for Cerebellum.Mm

MARS function terms (f(z) = max(z,0)):

Term

Interpretation

+0.245

FG by default

20.0692 £(23.1 - X1)

BG if X7 scores low

-0.17 f(X7 - 23.1)

BG if X scores high

+ 0.0686 £(3.5 - X»)

FG if X5 scores low

+0.0715 (X3 - 3.5)

FG if X5 scores high

-0.0131 f(23.3 - X3)

BG if X35 scores low

-0.00434 f(X3 - 23.3)

BG if X3 scores high
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Table 15: TRANSFAC MARS predictor for DorsalRootGanglia.Hs

MARS function terms (f(z) = max(z,0)):

Term Interpretation
+0.314 FG by default

- 0.0439 f(X; - 79.5) | BGif X scores high
- 0.0146 (X5 - 86.4) | BG if X5 scores high
+0.112 £(9.82 - X3) | FG if X3 scores low
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Table 16: TRANSFAC MARS predictor for DorsalRootGanglia.Mm

MARS function terms (f(z) = max(z,0)):

Term Interpretation

+0.194 FG by default

-0.00161 £(730.0 - X7) | BG if X7 scores low
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Table 17: TRANSFAC MARS predictor for Heart.Hs

MARS function terms (f(z) = max(z,0)):

Term

Interpretation

- 0.0395

BG by default

+0.000331 £(1110.0 - X7)

FG if X scores low

- 0.000839 £(903.0 - X3)

BG if X5 scores low

- 0.0000148 £(390.0 - X3) f(1110.0 - X7)

BG if X3 scores low and X7 scores low

+ 0.00000108 f(X3 - 390.0) £f(1110.0 - X)

FG if X3 scores high and X scores low
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Table 18: TRANSFAC MARS predictor for Heart. Mm

MARS function terms (f(z) = max(z,0)):

Term

Interpretation

-0.31

BG by default

+0.0241(X; + 1.9)

FG if X scores high

Z0.248 f(21.3 - Xo)

BG if X5 scores low

- 0.00181 £(52.0 - X3) f( X5 - 21.3)

BG if X3 scores low and X5 scores high

- 0.000767 f(X3 - 52.0) f(X> - 21.3)

BG if X3 scores high and X scores high
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Table 19: TRANSFAC MARS predictor for Hypothalamus.Hs

MARS function terms (f(z) = max(z,0)):

Term

Interpretation

- 0.0285

BG by default

- 0.0323 f(X; - 20.0)

BG if X7 scores high

+ 0.00257 (X4 - 18.7) £(23.7 - X3)

FG if X5 scores high and X3 scores low
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Table 20: TRANSFAC MARS predictor for Hypothalamus.Mm

MARS function terms (f(z) = max(z,0)):

Term

Interpretation

+0.523

FG by default

-0.00113 £(592.0 - Xy)

BG if X7 scores low

- 0.000505(X2 + 190.0)

BG if X3 scores high

- 0.00465 £(145.0 - X3)

BG if X3 scores low
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Table 21: TRANSFAC MARS predictor for Kidney.Hs

MARS function terms (f(z) = max(z,0)):

Term

Interpretation

+1.53

FG by default

- 0.0513 f(X; - 8.84)

BG if X scores high

- 0.000397 £(1640.0 - X>)

BG if X5 scores low

- 0.352 £(1640.0 - X») £(8.47 - X3)

BG if X5 scores low and X3 scores low

- 0.00000362 £(1640.0 - X5) (X3 - 8.47)

BG if X5 scores low and X5 scores high
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Table 22: TRANSFAC MARS predictor for Kidney.Mm

MARS function terms (f(z) = max(z,0)):

Term

Interpretation

+0.177

FG by default

- 0.00305 £(653.0 - X1)

BG if X scores low

- 0.00563 f(X - 653.0) f(26.2 - X>3)

BG if X scores high and X5 scores low
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Table 23: DME+TRANSFAC MARS predictor for Liver.Hs

MARS function terms (f(z) = max(z,0)):

Term

Interpretation

+0.195

FG by default

+0.038(X; - 13.5)

FG if X scores high

-0.0304(X2 +0.417)

BG if X scores high

- 0.00354(X3 +9.26)

BG if X3 scores high
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Table 24: TRANSFAC MARS predictor for Liver.Mm

MARS function terms (f(z) = max(z,0)):

Term

Interpretation

+0.368

FG by default

- 0.00125 f(X; - 6.54) f( X, - 11.8)

BG if X scores high and X5 scores high
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Table 25: TRANSFAC MARS predictor for Lung.Hs

MARSfunction terms (f(z)

= max(z,0)):

Term

Interpretation

-0.48

BG by default

+0.00101 £(1560.0 - X1)

FG if X scores low

- 0.0000905 £(23.0 - X9) £(1560.0 - X7) | BG if X5 scores low and X7 scores low
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Table 26: TRANSFAC MARS predictor for Lung.Mm

MARS function terms (f(z) = max(z,0)):

Term

Interpretation

+0.421

FG by default

- 0.000566 £(1210.0 - X)

BG if X scores low

+ 0.000263 (X - 1210.0)

FG if X scores high

+0.0693 £(13.2 - X>)

FG if X5 scores low

-0.0236 (X, - 13.2)

BG if X5 scores high

+0.0083 f(13.2 - X5) f(5.92 - X3) | FG if X5 scores low and X3 scores low

-0.0377 £(13.2 - X2) f(X3-5.92) | BGif X5 scores low and X3 scores high
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Table 27: TRANSFAC MARS predictor for LymphNode.Hs

MARS function terms (f(z) = max(z,0)):

Term

Interpretation

-0.375

BG by default

+0.0816 f(X; - 27.5)

FG if X scores high

+0.0362 f(X3 - 18.6)

FG if X scores high
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Table 28: TRANSFAC MARS predictor for LymphNode.Mm

MARS function terms (f(z) = max(z,0)):

Term

Interpretation

+0.898

FG by default

-0.0788 £(20.3 - X;)

BG if X7 scores low

-0.103 f(X; - 20.3)

BG if X scores high

- 0.0547 £(36.0 - X>3)

BG if X5 scores low

- 0.0498 f(X; - 20.3) f(45.2 - X3)

BG if X scores high and X3 scores low
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Table 29: TRANSFAC MARS predictor for OlfactoryBul

MARS function terms (f(z) = max(z,0)):

Term

Interpretation

+0.224

FG by default

- 0.0969 f(X; -22.9)

BG if X scores high

+0.0632 f(X39 - 16.3)

FG if X scores high

Z0.15 f(15.4 - X3)

BG if X3 scores low

-0.044 {(X3 - 15.4)

BG if X3 scores high
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Table 30: TRANSFAC MARS predictor for OlfactoryBulb.Mm

MARS function terms (f(z)

= max(z,0)):

Term

Interpretation

+0.157

FG by default

-0.0619 f(X; - 12.0)

BG if X7 scores high

+0.00366 f( X5 - 10.5) f(X; - 12.0)

FG if X scores high and X scores high

+0.00624 £(143.0 - X3)

FG if X3 scores low
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Table 31: TRANSFAC MARS predictor for Ovary.Hs

MARS function terms (f(z) = max(z,0)):

Term

Interpretation

- 0.857

BG by default

+0.00101 £(1140.0 - X)

FG if X scores low

+ 0.00427 £(166.0 - X>3)

FG if X5 scores low
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Table 32: TRANSFAC MARS predictor for Ovary.Mm

MARS function terms (f(z) = max(z,0)):

Term

Interpretation

+0.567

FG by default

-0.0219 £(74.5 - Xy)

BG if X7 scores low

- 0.0036 (X - 19.4)

BG if X3 scores high

- 0.0264 f( X - 74.5) f(13.6 - X3) | BGif X; scores high and X3 scores low
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Table 33: TRANSFAC MARS predictor for Pancreas.Hs

MARS function terms (f(z) = max(z,0)):

Term

Interpretation

+0.88

FG by default

- 0.0588 f(X; - 16.4)

BG if X scores high

- 0.000765 £(1150.0 - X>)

BG if X5 scores low
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Table 34: TRANSFAC MARS predictor for Pancreas.Mm

MARS function terms (f(z) = max(z,0)):

Term Interpretation

+0.532 FG by default

-0.265 f(X; - 6.52) | BGif X scores high
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Table 35: TRANSFAC MARS predictor for Pituitary.Hs

MARS function terms (f(z) = max(z,0)):

Term Interpretation

+0.247 FG by default

-0.000895 £(752.0 - X7) | BGif X7 scores low
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Table 36: TRANSFAC MARS predictor for Pituitary. Mm

MARS function terms (f(z) = max(z,0)):

Term

Interpretation

-0.245

BG by default

+ 0.000074 f(X; - 17.8) £(982.0 - X9)

FG if X scores high and X5 scores low
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Table 37: TRANSFAC MARS predictor for Placenta.Hs

MARS function terms (f(z) = max(z,0)):

Term Interpretation
+0.373 FG by default
-0.0545 £(25.7 - X4) BG if X7 scores low

- 0.00549 £(107.0 - X5) BG if X5 scores low

- 0.000306 f(X3 - 107.0) | BGif X5 scores high

+0.00113 f(476.0 - X3) | FG if X3 scores low

+0.000333 f(X3 - 476.0) | FG if X3 scores high
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Table 38: TRANSFAC MARS predictor for Placenta.Mm

MARS function terms (f(z) = max(z,0)):

Term

Interpretation

+0.212

FG by default

- 0.000557(X; +94.4) | BGif X scores high
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Table 39: TRANSFAC MARS predictor for Prostate.
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MARS function terms (f(z) = max(z,0)):

Term

Interpretation

+0.61

FG by default

-0.107 £(23.9 - X7)

BG if X7 scores low

-0.314 f(X; - 23.9)

BG if X scores high

20.0321 (423 - X3)

BG if X5 scores low

- 0.000942 f( X5 - 42.3)

BG if X3 scores high

+ 0.0000643 £(31.5 - X3) f(X3 - 42.3) | FG if X3 scores low and X5 scores high

+ 0.00729 f(X3 - 31.5) f(X5 - 42.3) FG if X3 scores high and X scores high
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Table 40: TRANSFAC MARS predictor for Prostate. Mm

MARS function terms (f(z) = max(z,0)):

Term

Interpretation

-0.218

BG by default

+ 0.0000963 f(X; - 28.3) f(131.0 - X3) | FG if X scores high and X5 scores low
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Table 41: TRANSFAC MARS predictor for SalivaryGland.Hs

MARS function terms (f(z) = max(z,0)):

Term

Interpretation

- 0.667

BG by default

+0.133 f(X; - 22.8)

FG if X scores high

+ 0.00898 £(102.0 - X3)

FG if X5 scores low
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Table 42: TRANSFAC MARS predictor for SalivaryGland.Mm

<=
W

MARS function terms (f(z) = max(z,0)):

Term Interpretation

-0.251 BG by default

+0.0121 £(85.9 - X7) | FG if X scores low
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Table 43: TRANSFAC MARS predictor for SkeletalMuscle.Hs

MARS function terms (f(z

) = max(zx,0)):

Term

Interpretation

-1.07

BG by default

+0.00106 £(773.0 - X)

FG if X scores low

- 0.000306 f(X; - 773.0)

BG if X scores high

+ 0.00554 £(207.0 - X3)

FG if X5 scores low

+2.31 f(X5 - 207.0)

FG if X scores high

+0.0627 £(20.2 - X3)

FG if X3 scores low

+0.11 (X3 - 20.2)

FG if X3 scores high
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Table 44: TRANSFAC MARS predictor for SkeletalMuscle.Mm

MARS function terms (f(z) = max(z,0)):

Term Interpretation
+0.301 FG by default
- 0.000521 f(X; - 268.0) | BG if X; scores high
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Table 45: DME+TRANSFAC MARS predictor for Testis.Hs

MARS function terms (f(z) = max(z,0)):

Term Interpretation

+ 0.806 FG by default
-0.0282(31.1 - X4) BG if X7 scores low
- 0.00308(X> +59.2) | BG if X5 scores high
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Table 46: DME+TRANSFAC MARS predictor for Testis.Mm

MARS function terms (f(z) = max(z,0)):

Term

Interpretation

+0.0166

FG by default

-0.0691(0.623 - X;)

BG if X7 scores low

-0.0347(X; - 0.623)

BG if X scores high

+0.0421(10.2 - X5)

FG if X5 scores low

+0.0402(X; - 10.2)

FG if X5 scores high

+0.00328(13.1 - X3)

FG if X3 scores low

+0.00356(X3 - 13.1)

FG if X3 scores high
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Table 47: TRANSFAC MARS predictor for Thymus.Hs

MARS function terms (f(z) = max(z,0)):

Term

Interpretation

+0.194

FG by default

- 0.0965 f(X; -21.2)

BG if X7 scores high

+0.0111 f(X5 - 82.8)

FG if X scores high

+ 0.00082 f(X3 - 32.5) f(X; - 21.2) | FG if X3 scores high and X scores high
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Table 48: TRANSFAC MARS predictor for Thymus.Mm

MARS function terms (f(z) = max(z,0)):

Term

Interpretation

- 0.0622

BG by default

- 0.00867 £(116.0 - X)

BG if X7 scores low

+ 0.000613 £(854.0 - X>)

FG if X5 scores low

+0.0426 (X3 - 11.6)

FG if X3 scores high
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Table 49: TRANSFAC MARS predictor for Thyroid.Hs

MARS function terms (f(z) = max(z,0)):

Term

Interpretation

- 0.409

BG by default

+0.00474(X 1 + 17.5)

FG if X scores high

+0.00111 £(581.0 - X>3)

FG if X5 scores low
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Table 50: TRANSFAC MARS predictor for Thyroid.Mm

MARS function terms (f(z) = max(z,0)):

Term

Interpretation

-0.27

BG by default

+0.00937 £(110.0 - X;)

FG if X scores low

-0.00177 £(20.6 - X») £(110.0 - X;)

BG if X5 scores low and X7 scores low
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Table 51: TRANSFAC MARS predictor for Trachea.Hs

MARS function terms (f(z) = max(z,0)):

Term

Interpretation

+0.425

FG by default

- 0.000068 £(1390.0 - X) f(X5 - 18.3)

BG if X scores low and X5 scores high

- 0.000274 £(X; - 1390.0) f(X5 - 18.3)

BG if X scores high and X scores high

- 0.00727 f(X3 - 65.5)

BG if X3 scores high
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Table 52: TRANSFAC MARS predictor for Trachea.Mm

MARS function terms (f(z) = max(z,0)):

Term

Interpretation

+0.304

FG by default

-0.00171 £(721.0 - X7)

BG if X7 scores low

- 0.0608 f(X> - 15.9)

BG if X5 scores high

-0.119 (X3 - 29.7)

BG if X3 scores high
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Table 53: TRANSFAC MARS predictor for TrigeminalGanglion.Hs

MARS function terms (f(z) = max(z,0)):

Term Interpretation

-0.262 BG by default

+ 0.00246 £(480.0 - X71) | FG if X7 scores low
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Table 54: TRANSFAC MARS predictor for TrigeminalGanglion.Mm

MARS function terms (f(z) = max(z,0)):

Term

Interpretation

+ 0.0636

FG by default

Z0.121 f(X; - 21.0)

BG if X scores high

+ 0.00838 f( X5 - 66.3)

FG if X scores high

C0.4231(11.5 - X3)

BG if X3 scores low

-0.0441 f(X5 - 11.5)

BG if X3 scores high
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Table 55: TRANSFAC MARS predictor for Uterus.Hs

MARS function terms (f(z) = max(z,0)):

Term Interpretation
+0.308 FG by default
- 0.000561 £(1290.0 - X;) | BGif X; scores low




Module Feature MotifName  Factor Logo

X PRODUCT  M00803  E2F Ci.
M00915  AP-2 AT-.-C _ ECﬁ CT
M01009  HESI E_CCCC T chrgé

X,  PRODUCT M00203 GATA-X 4. ;?gg
Moo672  TEF [\ AﬁT

X MAX ~ M00979  PAX6 '.|l. ACETT A ACC %

Table 56: TRANSFAC MARS predictor for Uterus.Mm

MARS function terms (f(z) = max(z,0)):

Term Interpretation

+0.431 FG by default

- 0.000852 £(852.0 - X7) BG if X scores low

-0.0082 f(X, - 64.9) BG if X5 scores high

-0.00638 £(64.9 - X5) £f(8.08 - X3) | BG if X5 scores low and X3 scores low




