Accession Factor Accession  Factor Logo Enrich  Error  Sens Spec
M00107 E2 M00793 yyi CCCATSTIx 0.415 0.584 0.586
M00445 Xvent-1 M00649 MAZ GGGGAGG 0.416  0.544  0.624
M00981  CREBATF M00992  FOxP3  (AASTLTTCTITCACAC 0417 0520  0.646
MO00084 MZF1 MO00141 Lyf-1 e'II¥I AGA 0419 0598 0.564
CUTTACTALI.CAAC
MO00076 GATA-2 MO00626 RFX1 AAAIA JAGGCAAG 0421 0.676 0.482
Table 1: Five TRANSFAC motif pairs with lowest classification error in Human AdiposeTissue.
Accession  Factor Accession  Factor Enrich  Error  Sens Spec
M00528  PPAR SzCAAACLTCA | Mo00931 Sp-1 FG 0370 0.808 0452
M00423  FOXJ2 CAIAATATTTE M00716 ZF5 FG 0378 0.638 0.606
M00482  PITX2 MO00800 AP-2 FG 0378 0.658 0.586
M00045  E4BP4 M00081 Evi-1 BG 0396 0478 0.730
MO00471 TBP TAAATS | M00510  Lhx3 BG 0398 0346 0.858

Table 2: Five TRANSFAC motif pairs with lowest classification error in Mouse AdiposeTissue.



Accession Factor Logo Accession Factor Logo Enrich ~ Error  Sens Spec

M00042 sox-s  LEXAACAATZS | moiono HMGIY — Z=TCCAATTTEIIxA BG 0400 0.636 0.564

M00255 GC  EaRULLCLCLCCEY | M00469  AP-2alpha CCssa~lic FG 0407 0514 0672

M00351  GATA3  ALACATSTXA | Moode3 pousk2  ATCSATIEATTGAT BG 0407 0570 0616

M00291 Freac-3  ge&ia i[A AAACA | M00499 STATSA - SRETTCZA BG 0409 0460 0.722
T GANRN AT

M00729 cax2  AZAZTITIATELCE | Moo734 CIz SAAAAALEX BG 0411 0766 0412

Table 3: Five TRANSFAC motif pairs with lowest classification error in Human AdrenalGland.

Accession  Factor Logo Accession Factor Logo Enrich  Error  Sens Spec
Mo0144  BSAP  METTHIRT AT | Mo0so3 E2F [ ol =1 FG 0344 079 0522
Moo189  AP2  EYCCCSCELLCL | M00322 cMyeMax —CCACLC(C< | FG 0353 0754 0540
M00162  Oct-1  CRAARTTACATLLX | Mo00802 Pit-1 SATTCATARTTATZ%ES2 | BG 0382 0326 0910
mooste  AFPI - ATTAASTACAC | moo72s HPI AAIQIfQééQA BG 0384 0526 0706
M00003  v-Myb AATLAACLEL | Mo0744 poUulFl  ATCAATAALT | BG 0393 0478 0736

Table 4: Five TRANSFAC motif pairs with lowest classification error in Mouse AdrenalGland.



Accession Factor Logo Accession Factor Logo Enrich  Error  Sens Spec

MO00087 k2  <ALL( 2L2S [ M00290  Freac-2 %éégATAA ACAATRS BG 0401 0704 0.494
M00141 Lyf-1 Q[ TTCCGAGA | M0020s GR  GCTACAALST TET BG 0407 0702 0.484
M00196 Spl ax0000CHELEES | M00982  KROX QCACCCQCQQQQ(E FG 0409 0490 0.692

Moose4  PousR2  TTAT ‘chA&T MO00808 Pix  CTCCAACTSAC BG 0410 0676 0.504

M00033 p300 ‘f‘gg GACTx22Ec | Moo456 FAC1 QEEQEEA’A;EQQQ BG 0411 0744 0434

Table 5: Five TRANSFAC motif pairs with lowest classification error in Human Amygdala.

Accession Factor Logo Accession Factor Logo Enrich  Error  Sens Spec
M00025 Elk-1  $$e2CCLUAAZIRSE | M00478 Cdcs CATTTAACATAAZ | BG 0393 0538 0676
M00239  v-ErbA  ceETAACCTOACLESe | Moo4s2 PITX2 TETAATCCCAZ | BG 0402 0618 0578
M00330  Major . CAGCOAGAGCOACCSL: | Moos44 LBP-1 CALGCT & FG 0423 0396 0758
M00073  delaBF1  AFLCACCT AL | M00720  CAC-binding AL LT FG 0424 0472  0.680
M00378 Pax-4  SAEFFCCACCCc | M00626 RFX1 gAIIAQzéTACAA%A FG 0425 0404 0.746

Table 6: Five TRANSFAC motif pairs with lowest classification error in Mouse Amygdala.



Accession Factor Logo Accession Factor Logo Enrich  Error  Sens Spec
M00394 Msx-1  CE_TALXT . | M00%40 E2F-1 xITICL_C(CC BG 0390 0.602 0.618
MO00224 STAT1 QZQQC TCC AA;L ci | M01002  DEAF1  &aauJ](GIATTTC0 AT BG 0397 0574 0.632
M00419 MEISI  §Zz XEC | M00965 LXR,  LCACGCTSEACT, ACCCS FG 0408 0522 0.662
M00193 NF-1 §$ﬁ CT s: ;szfggg MO00495 Bachl  ASCATCAGTCATSSE FG 0411 0706 0.472
MO00976 AHRHIF  L5C S=< | Mol014 sox  CTCTTTCITASLA BG 0413 0.484  0.690
Table 7: Five TRANSFAC motif pairs with lowest classification error in Human BoneMarrow.
Accession Factor Logo Accession Factor Logo Enrich  Error Sens Spec
MO00803 E2F o CoC s | Moi6 CREB  <xITACCTCAZS: BG 0373 0690 0.564
M00322  cMycMax —CCACLC(Ce | M00652  Nif-l CCATCCCECA | BG 0386 0.684  0.544
MO00332 Whn AAS LXT | M00979 pax6  CT(-ACCTGAACTS BG 0398 0716 0.488
=== S <= = b_4 - A AL =<t
M BPbeta ATATIAI(CE M POUGF F 407 0. 7
00109 C/EBPb AATIZIGKANTSE 00465 ousF1  GCATAAITT G 0407 0450 0.736
M TAX & &S | M ISRE F . ) 7
00203 GATA 2GATAAGZSZA 00258 S ¢ RCTTICSC G 0411 0444 0.734

Table 8: Five TRANSFAC mo

tif pairs with lowest classification error in Mouse BoneMarrow.



Accession Factor Logo Accession  Factor Logo Enrich  Error  Sens Spec
M00017 ATF CIcTOACC TS sSS | M00793 vyYi GCCCATETI1Ix FG 0403 0416 0.778
M00431 B2l LT JCLCLC | Moo480  LUN-I TCCCATCTACH_I J | FG 0403 0602 0592
MO00032 cEts-1(p54)  2CCLCALLLZ | Mo0423 FOXJ2 ATgACAAIA ITTT FG 0.406 0328  0.860
M00257 RREB-1 §CA AAACCA CQQ MO00993 TALLI f ALCTCE BG 0.425 0472 0678
M00147 HSF2 a Aéseéljt:; MO00175 Ap4  CSICACCTGEL BG 0427 0446 0.700

Table 9: Five TRANSFAC motif pairs with lowest classification error in Human CD4TCells.

Accession Factor Logo Accession  Factor Logo Enrich  Error  Sens Spec
M00025 Elk-1  $$e2CCUUAARLES | Mo00273 R ITGC0CCAAICTTITTCE | FG - 0388 0524 0.700
M00316  Imperfect ([ TG CICCCTTTITCOOLCACT | Moos03 E2F cCoCc FG 0390 0700 0520
MO00256 NRSF - TICACCACCACLACALG:CC | Mo00799 Myc 6 ACLCT CGe FG 0402 0652 0544
M00042 Sox-5 AAACAATZS | M00770  C/EBP f;ggz SAAZ | BG 0411 0360 0818
M00269 XFD-3  T=R(TAAACAAZRER | M01004  Helios Ai@g AAAAS | BG 0413 048 0.688

Table 10: Five TRANSFAC motif pairs with lowest classification error in Mouse CD4TCells.



Accession  Factor Accession Factor Enrich  Error  Sens Spec
MO00691 ATF-1 M00743 c-Ets-1 ACC FG 0384 0500 0.732
MO00695 ETF MO00793 YY1 CCCATSTIT: FG 0399 0512  0.690
M00083  MZFI1 M00272 p53 AT L BG 0422 0424 0732
M00001 MyoD M00720 CAC-binding C BG 0423 0.620 0.534
M00330  Major AGAGCCAGLSSL | MO0721  CACCC-binding BG 0425 0502 0.648
Table 11: Five TRANSFAC motif pairs with lowest classification error in Human CD8TCells.
Accession Factor Accession  Factor Enrich  Error  Sens Spec
M00025 Elk-1 M00317 Poly A FG 0413 0456 0.718
MO00176 AP-4 M00935  NF-AT A/ BG 0423 0526 0.628
M00761 ps3 MO00810 SRF FG 0424 0500 0.652
M00316  Imperfect MO00800 AP-2 FG 0424 0612 0540
M00481 AR M01009 HESI FG 0424 0670 0482

Table 12: Five TRANSFAC motif pairs with lowest classification error in Mouse CD8TCells.



Accession Factor Logo Accession Factor Logo Enrich  Error  Sens Spec
M00025 Elk-1  $SE2CCLEAAZIES | Moo102 CDP TRTATCCATIALLET BG 038 0492 0.732
M00526  GCNF  STCAACTTCAACTTCASE | Moo742 HFH4  ATSICTTTCTTTA | BG 0390 0686  0.534
M00467 Roaz QACCCA TEE | M00720  CAC-binding AL LST FG 0397 0552 0.654
M00128 GATA-1  22GA4 S5AG | M00432 TTF1 ACTCAA IASIE BG 0400 0.710 0.490
MO00423 FOXJ2 ATCATAA ATITTT MO00478 Cdc5 ATTIAACAIAA BG 0402 0.640 0.556
Table 13: Five TRANSFAC motif pairs with lowest classification error in Human Cerebellum.
Accession  Factor Logo Accession  Factor Logo Enrich  Error Sens Spec
M00058  HENI &y [eCiONCT CLE0065T | M00933 sp1 - CCCCLCCCSE FG 0395 0482 0728
M00716 zrs LeCLCL, | M09 1ALl TCCALCTSL FG 0398 0.654 0.550
MO00152 SRF  ATCCCCATATATCOZEAT | moo2ss 1SR GACTTTCACITIGSC | BG 0401 0716 0482
Moo146  HSFI  ACAAEZTTCx | M0o0478  Cdes  CATTTAACATAA | BG 0403 0534 0.660
M00162  Oct-1  CRAEAAATIRCATLIA | moo2ie  TATA ESCIATAAAAZ | BG 0406 0556 0.632

Table 14: Five TRANSFAC motif pairs with lowest classification error in Mouse Cerebellum.




Accession Factor Logo Accession Factor Logo Enrich ~ Error  Sens Spec
M00651 NF-muE1 C CT | M00695 EIF GEGGEG BG 0332 0728 0.608
M00539 Arnt fégééICAC A¥FLELe | M00803 E2F e BG 0347 0.832 0474
M00128 GATA-1  2ZCAUATAAZzas | M00639  HNF-6  ZRAA TIC‘,,ATéﬁ FG 0368 0476 0.788
MO00136 Oct-1  ZACAATATHCAZZER | moos3o  Foxml  ACATECAST FG 0372 0558 0.698
M00250 Gfi-1 ﬁgé@gé;gAATCAfiggggﬁ M01017 PBX1 §§AQQAA£§A§§ FG 0373 0468 0.786

Table 15: Five TRANSFA!

@]

motif pairs with lowest classification error in Human DorsalRootGanglia.

Accession Factor Logo Accession Factor Logo Enrich  Error Sens Spec
M00469  AP-2alpha (CCEsazc | M00927 AP4  ASCALCTCS FG 0373 0622 0.632
M00105 CDP CACGAATAE:TATs | Moo716 75 LelCLCLA FG 0383 0.666 0.568
M00338 ATF =TCACUTCASSs | Moos10 Lhx3  AATTAATTAA | BG 0395 0670 0540
MO00466 HIF-1 géiAC TOCell | Moos44  LBP-1 ACCTLoC FG 0397 0608 0.598

Moo23t  MEF2 Lo TCTIMMTISSE | moosss  D-iype ACCATTAAAC | BG 0401 0484 0714
Table 16: Five TRANSFAC motif pairs with lowest classification error in Mouse DorsalRootGanglia.



Accession  Factor Logo Accession Factor Logo Enrich  Error  Sens Spec
M00241  Nkx2-5 C 1"" e T Mo0424  NKX6-1  LTITTTAATTCLIT BG 0375 0.698 0.552
MO00729 cdx-2  AXAxTTTTATE Aé M00744  POUIF1  ATC2ATAALX BG 0375 0706 0.544
M00042 Sox-5 ;}fAACAATg; M00510 thx3  AATTAATTAA BG 0379 0672 0.570
M00133 Tst-1  zafCAATTAGACTIe | M00248 Oct-1 TI<sTATGSTAATT BG 0380 0.540 0.700
MO0311  ATATA & i‘,!\'fAA C | M00809 FOX  FAITGTTTAITTA BG 0383 0562 0.672
Table 17: Five TRANSFAC motif pairs with lowest classification error in Human Heart.
Accession Factor Logo Accession Factor Logo Enrich  Error Sens Spec
M00157  RORalpha2  2LAASTACCTCAZ | Mmoozt ATATA  TATXITAACS | FG 0417 0654 0512
M00424 NKx6-1  ITTTTAATTCLIT | Moo437  cHxio  xeSTAATTALCzSR FG 0418 0456 0.708
M00448 Zicl TOCOTLCTC | Moo743  cBisl CACCAACS | BG 0419 0520 0642
M00489 Nkx6-2 2 AARTAATTAZZ | Mo09ss  smal3  SESTCACCTCASEZ FG 0419 0574 0588
M00766 LXR TCACCHcSALTARCCC | motoo4  Helios AZAACAAAAZ FG 0424 0704 0448

Table 18: Five TRANSFAC motif pairs with lowest classification error in Mouse Heart.




Accession Factor Logo Accession Factor Logo Enrich ~ Error  Sens Spec
M00243 Eg-1  STCCCTLLCECLT | Moogo7 EGR GIGGGEGERRS FG 0408 0548 0.636
M00196 Spl azLCLECHELLSS | M00%4t MEF2  ZGCTATITITAZ FG 0412 0474 0.702
M00332 Whn é;,\/_\AC CLXL | moov76  AHRHIF L CLTS=< | FG 0417 059 0576
MO00413  AREBG6 %géCACCT%li% M00670  TCF-1P) X CLSETT BG 0418 0388 0.776
M00526  GCNF  KTCAACTTCAAGITCASY | Mooess PEA3 AQXATCCT BG 0421 0434 0724

Table 19: Five TRANSFAC motif pairs with lowest classification error in Human Hypothalamus.

Accession Factor Logo Accession Factor Logo Enrich  Error Sens Spec
[ AT

M00695 ETF - S50 (o G | Mowis IPF1 LexcICNTTA 255 FG 0399 0734 0468

M00239  v-ErbA  cRETAACCTCACLSEE | M00492 STATI1 CALTTCCs | BG 0409 0524 0658

MO00491  MAZR  £ol(5(00 CCa | M00980 TBP TTTATAS FG 0411 0622 0.556

M00136  Oct-1  ZACAATATSCAZZEZ | M00333 ZF5 FaxisCLeLCTL FG 0421 039 0762

M00650  MTF-1  TiTCAC&C.LCCC | M00947  cPaBP-leLsF  CTLOITE:E5CLxl | FG 0421 0662 049

Table 20: Five TRANSFAC motif pairs with lowest classification error in Mouse Hypothalamus.



Accession  Factor Accession Factor Logo Enrich ~ Error  Sens Spec
M00025 Elk-1 M01010 HMGIY — AETLCAATTTELI:A BG 0382 0562 0.674
MO00083  MZFI MO00646 LF-Al GETCAS FG 0405 0442 0.748
M00101 CdxA MO00739 E2F-4pP2 TTTCE C BG 0406 0440 0.748
M00223  STATx MO00991 CDX LNCRATGARARIZATAAA BG 0406 0618 0570
T Y oY vt "’cﬁ
MO00072 CP2 CECIASCCA MO00319 MEE-3 GGG T'IA'g; FG 0.408  0.694  0.490
Table 21: Five TRANSFAC motif pairs with lowest classification error in Human Kidney.

Accession Factor Accession Factor Logo Enrich  Error  Sens Spec

M00469  AP-2alpha Moo6s4  XPF-1  TCACAA=AAC FG 0396 0.686 0522
M00I34  HNF-4 CAMACTICARE | moo206  HNF-1 sCITAATIAITZACCRE | FG 0406 0448 0740
M00255 Ge M00796  USF  sACCACLTLACE | FG 0420 0628 0532
M00428 E2F-1 MO00652 Nif-l - CLCATLCCCA | BG 0427 0462 0684
MO00181 E2 M01002  DEAF1 a0 GIATTT00 A | BG 0430 0544 0.596

Table 22: Five TRANSFAC motif pairs with lowest classification error in Mouse Kidney.




Accession Factor Logo Accession  Factor Logo Enrich  Error  Sens Spec
M00103 Clox  AZTATCCATIAIZIL | mo0918 B2F TTI2CCGCs BG 0364 0554 0718
mood6s  PousFl  CATAAXTTA MO00695 elF GEGGSG BG 0376 0.648 0.600
MO00071 E47  EIAACACCTCITSES | M00s46  LF-Al <TCAL | FG 0384 0602 0630
M00129 HFH-1  LAXT TTTA TT | Mo0224  STATI srEAITTOC #A;AA&;A BG 0385 0714 0516
MO00025 Elk-1  FSEACCHLAARLES | Moo24s Oct-1 ;[;\:TAT ‘T:AAATT BG 0389 0496 0.726
Table 23: Five TRANSFAC motif pairs with lowest classification error in Human Liver.
Accession Factor Logo Accession Factor 0g0 Enrich  Error Sens Spec
M00332 Whn AZFSACCCIAL | moo7i6 ZF5 e CLCL, | BG 0345 0730 0.580
M00322  cMycMax  CCACC < | M00695 ETF GGG BG 0358 0504 0.780
M00162 Oct-1 CARAATTACATZLA | Mo0912 CEBP  2TT2CE&FAALLL FG 0398 0526 0678
MO0124 poxib  SAEATCAATCAARIT | M00150  Brachyury  ST&TAACICTITTAMIT | FG 0399 0.602  0.600
MO00722  core-binding [ (= L (-5 LA | M00790 HNF-1 LOTTAATRATIARGTL | FG 0406 0498 0.690

Table 24: Five TRANSFAC motif pairs with lowest classification error in Mouse Liver.



Accession  Factor Logo Accession Factor Logo Enrich ~ Error  Sens Spec
M00045 E4BP4  SATTAICTAAS:2 | Mooie2 Oct-1 QQEQQ_TEAEATQE BG 0334 0.604 0.728
Mo0s10  Lhx3  AATTAATTAZ | Moos72 TEF  ATLITAAZATAA | BG 0341 0648 0670
M00132  HNF-1  JOTTAAT2ATTA%%E | Moos02 Pit-1 %é]‘f A"ﬁﬂﬁ]\fg@gg BG 0342 0630 0.686
MO00095 CDP AQAA ATCUAT | moos02  Mmer2  ESTIXTAAAZA | BG 0346 0678 0630
MO00729 cdx-2  AZAZTITTATELCE | Moo744  poulrl AT éATAA’i\Z BG 0347 0610 0.696
Table 25: Five TRANSFAC motif pairs with lowest classification error in Human Lung.
Accession Factor Logo Accession Factor Logo Enrich  Error Sens Spec
M00463 PoUsF2  ATCSATIIATTCAT | moiooo  ARE — JINTATTCCTTATATICIT: | BG 0371 0612 0.646
M00138 Oct-1 cenan IATCCAMTIR 9664 | MO00293  Freac-7 ,Ai;é%AIAAAQAigg BG 0374 0508 0.744
MO00648 MAF i'AAAA AGTTGcCT | Mo0932 Sp-l Aarl(CLLLEEE | FG 0375 0608 0.642
M00720  CAC-binding AL ST MO0800 AP2  SC(CCC/ i Cxatiss FG 0377 0718 0528
M00103 Clox L2TATC ATlAgﬁ M00772 RF ZECACTTTCASTTLS | BG 0378 0510 0734

Table 26: Five TRANSFAC motif pairs with lowest classification error in Mouse Lung.



Accession  Factor Logo Accession Factor Logo Enrich ~ Error  Sens Spec
M00183  oMyb <EFAACEESSE | Mo0235  AhR:Amt  TAEGErTICCTCSe FG 0410 0560 0.620
M00238  Barbie ée'giAAA CICLAG0 | Mo0419 MEISI  ¥Za AQAcéég FG 0412 0592 0.584
MO00658 PU1  AGA AAL | M00806 NE-1 §I$A$§§E;A CCAAZE FG 0.414  0.508  0.664
MO00034 ps3 ‘C:Afgfﬁ CATCTCE | M00059 YY1 EKXEEQ TAIéAgATT FG 0419 0574 0.588
M00188  AP-1 s | CACTSASL | Mo0772 RF LESATITCASTTL FG 0421 0490 0.668
Table 27: Five TRANSFAC motif pairs with lowest classification error in Human LymphNode.
Accession  Factor Logo Accession Factor Logo Enrich  Error  Sens Spec
MO00803 E2F QG C_ | moi002  DEAFT SIICTATTICC TS | BG 0395 0448 0.762
M00035  v-Maf  AIAT CTCACTCA'CAGEE | Moosss  AP2rep CA FG 0395 0.646 0.564
Mo0480  LUN-1  TCCCACCTACTTTCGGA | Moos32 rPs8  rAAACA CT TA FG 0401 0520 0.678
MO00658 Pl ACAGCCAAL | Moo761 ps3  ACACARGECSE FG 0402 0440 0.756
M00277  Lmo2  SeSCACETCSAS | Moosss PEBP jIQACCACAf\éf%I FG 0402 0572 0.624

Table 28: Five TRANSFAC mo

tif pairs with lowest classification error in Mouse LymphNode.



Accession  Factor Logo Accession Factor Logo Enrich  Error  Sens Spec
MO00025 Elk-1  $SS2CCLUAALLES | M00695 ETF S0 0CC BG 0387 059 0.630
M00145 B2 gECATECATAATAAE | M00803 E2F ~=C 5‘_: BG 0398 0.664 0.540
M00800  AP2  JS(0CCC, [ (Cririss | MO0s0I cREB  C TCAZL | BG 0410 0538 0642
M00961 VDR CS¥cxzTUAACCY | M00986  Churchill &= = BG 0410 0734 0446
M00935  NF-AT < XCCAAASXE | M00998 PBX AIIAAIIILE FG 0411 0426 0752

Table 29: Five TRANSFAC motif pairs with lowest classification error in Human OlfactoryBulb.

Accession Factor Logo Accession Factor Logo Enrich  Error Sens Spec
M00518  PPARalpha:RXR-alpha  &£: [TCATILLICTCAZL | M00720  CAC-binding AGGEIGGSG FG 0391 0530 0.688
M00422 FOXJ2 LIGIAAATARACAZISER | mo0773 MYB 5 UeCALTT2 | BG 0397 0684 0522
MO00025 Elk-1 FCEACCAALLEE | Moo124 Pbx1b CACATCAATCAAZZII | BG 0400 049 0.704
MO00152 SRF ATGCCCATATATCXERT | Moo482 PITX2 %ITAALCQQ%Q BG 0401 0430 0.768
M00316 Imperfect T CCRCeTTHATCCeL I | mo0912 C-EBP 2TT2CE&TAALEL | BG 0403 0428 0.766

Table 30: Five TRANSFAC motif pairs with lowest classification error in Mouse OlfactoryBulb.



Accession Factor Logo Accession Factor Logo Enrich  Error  Sens Spec

M00695 ETF SCCe M00976  AHRHIF L C.T(.S<=< | BG 0368 0750 0514
MO00136 o1 ALCAATATSCAZEZE | Moo428 E2F1 ETTCCLC BG 0384 0608 0.624
MO00485  Nkx2-2 ﬁ “oTlT | Moovso PR, SALA ﬁéc = FG 0391 0550 0.668
M00459  STATSB  tATTTCSELCAARIE | Mo00478 cdes  GATTTAACATAA FG 0396 0592 0616
MO00152 SRF ATLCCCATATATGCEERT | Moo09so ™ T TTATAS | F6 039 0504 0698

Table 31: Five TRANSFAC motif pairs with lowest classification error in Human Ovary.

Accession Factor Logo Accession Factor Logo Enrich  Error  Sens Spec
MO00144 BSAP Ml HIUTAN(T MM | Moo716 zF5 el CLCLA FG 0300 0780 0.620
M00079 il AGAEAA EIAA MO00802 Pit1  RATTCATARITATZ%cS: | BG 0334 0644 0.688
MO00138 Oct-1 ggﬁxgﬂggmg fhech | Moo423  Foxi2  AZGATAATATTTIL | BG 0355 0528 0762

, ¥, T¥5: <
Moosst  Nkx3A  ATATAACTAIAL | moosso  Hoxas AXAATT A BG 0357 0478 0.808
M00310  APOLYA  BATAAACLCCEATTI | moo7as  poutrt  ATCAATAAAT | BG 0358 0524 0760

Table 32: Five TRANSFAC motif pairs with lowest classification error in Mouse Ovary.



Accession Factor Logo Accession Factor Logo Enrich ~ Error  Sens Spec
M00489 Nkx62 2 LARTAATTAZL | M00976  AHRHIF L7 Sos BG 0394 0628 0.584
M00272 p3  BUACAT(ECE | Moosds VDR JeAZxGGGCTGA FG 0406 0522 0.666
M00451  NKX3A E‘;g]A_ﬁ_Tl&#g MO00918 E2F T 'f 1=20CGCs BG 0408 0.504 0.680
M00105 CDP CACQQAQ&JKE M00185 NF-Y TAACCAATCAS BG 0409 0510 0672
MO00025 Elk-1  §$SLCCLEAAZLES | M00695 ETF GEGGSG BG 0413 0.584 0.590

Table 33: Five TRANSFAC motif pairs with lowest classification error in Human Pancreas.

Accession Factor Logo Accession  Factor Logo Enrich  Error Sens Spec
MO00144 BSAP  MRTITECTAN (T MMk | Mooso3 E2F C -C._ | BG 0311 0794 0584
M00350  GATA-3  ALA AAxXA | MoO1017  PBXI g;ﬁcg/_\;gg% FG 0380 0550 0.690
MO00099 S8 MITASEGANTTAZSST | mMoo162  Oct-1 CAXAATTACATALE | FG 0393 0506 0.708
M00203  GATAX ACATAALZESL | moosso a3 ICLZAAAXT | FG 0394 0656 0556
M00199 APl ATCASTCAS | Moo20o Ny  ACTCATTGCEIASL | FG 0401 0656 0542

Table 34: Five TRANSFAC motif pairs with lowest classification error in Mouse Pancreas.



Accession Factor Logo Accession Factor Logo Enrich  Error  Sens Spec
M00251 XBP-1 ATCATCACCTLISEEAT | Moo716 ZF5 CelCLCLA FG 0405 0614 0576
M00257 RREB-1  CCCCAAACCGACCCC | mM00313  GEN-INI CSSICAETE FG 0405 0.664 0526
MO00156 RORalphal ~ ZAATSRA CAL | moo711 Zta T2A9§g'|' Al TCA BG 0419 0476 0.686
M00245 B3 AXCCOTSCGCET | Moosio Lhx3 AATTAATTAA FG 0423 0434 0720
M00084 MZF1 TreaGAGGGCSAA | Moo467 Roaz CACCCAAGGGTGR FG 0425 0452 0.698
Table 35: Five TRANSFAC motif pairs with lowest classification error in Human Pituitary.
Accession Factor Logo Accession  Factor Logo Enrich  Error  Sens Spec
M00249  CHOP:C/EBPaipha 25T CAAICCQQ M00438  Ziel XL T=CIC | FG 0403 0714 0480
M00716 ZF5 GQAQ!_\QA A | Mo0761 ps3 A ACAA ZCS FG 0406 0612 0576
MO00460 STATSA TICCCLAMELSEITICCE A, | Mo0727 SF-1 ACCTT BG 0407 0734 0452
MO00332 Whn \ASCACCCLAL | mo0419  MEISI $TA ACAGZ FG 0414 0714 0458
MO0181 E2 SGNCCARZASCLTAS | M00329  Pax-9 AQCQA LaTs ;:QCACC FG 0415 0540 0.630

Table 36: Five TRANSFAC motif pairs with lowest classification error in Mouse Pituitary.



Accession Factor Logo Accession Factor Logo Enrich  Error  Sens Spec
MO00444 VDR COUTSARE R GGLGA | M00491 MAZR  22GGGG cce FG 0362 0.670  0.606
M00622 C/EBPgamma CT$ IfIQAA AL | M00639 HNF-6 géTAA'[I(;AATéé BG 0377 0500 0.746
MO00451 nkxsa AXATAACTAIAL | moosso  Foxmi Aﬁ ATECAST | BG 0377 0648 0598
M00040 CRE-BPI “TACK TAA mood02  MEF2  EETATAAAXA | BG 0379 0608 0634
M00423 FOXJ2 AZGATAATATTTIL | Mo0465  POUGFI _A_QATAAITIAT BG 0381 0.660 0.578

Table 37: Five TRANSFAC motif pairs with lowest classification error in Human Placenta.

Accession Factor Logo Accession Factor Logo Enrich  Error Sens Spec
M00102 CDP IRTATCCATIAIZIT | Mo00920 E2F ZIC_CLCCAAAY | BG 0397 0572 0634
M00332 Whn REFEACCCLAL | moosie Cart-1  gRSTANTTESGATTAZGE | BG 0415 0522 0.648
M00024 E2F TEcLCCOAMAET, | MoOI14  Tax/CREB  54l(: CoEAZE | BG 0417 0540 0.626

It
MO0322  cMyeMax  SCOQAGLGCx | Moosst  NemEl G CCATCT | BG 0420 o042 0736
Fea A

M00470  AP-2gamma  (SCCFsallc | M00632  GATA+4 GG FG 0422 0508 0.648

Table 38: Five TRANSFAC motif pairs with lowest classification error in Mouse Placenta.



Accession Factor Logo Accession Factor Logo Enrich ~ Error  Sens Spec
M00932 Sp-1 L25GGECEGLLLES | Mo0977 EBF LTCCCLI A FG 0392 0616 0.600
M00082 Bvi-l  AGATAAG Af_i M00421  MEISI1B:HOXA9 AC gf[f[‘ZAcéé BG 0398 0578 0.626
Mooo40  CRE-BPL T TACLCTAA | Moodio SOX-9 ARZAACAAT GG BG 0400 0.604 0.59
MO00418 TGIF ASCTCTCAZAA | Moo478 Cdc5 ATTTAACATAA BG 0400 0.634 0.566
M00453 IRE-7 TAGGANALG AAAggig MO00538 HTF éAEM&éQAC TQAIQEAEk BG 0403 059 0.598

Table 39: Five TRANSFAC motif pairs with lowest classification error in Human Prostate.

Accession  Factor Logo Accession Factor Logo Enrich  Error  Sens Spec
MO00099 s8  RIZARZCANTTAZEST | mo00803 E2F . -QC-C_ | FG 0384 0730 0502
Mo0078  Evi-l  ACATAACATAAGATAA | Moo0s9s ETF  CEGCGESE FG 0400 0522 0678
Moos32  Rpss  xLAACATCTC A | M00986  Churchill &= == FG 0404 0596 0.59%
M00321  Muscle  ;ESCCRCGOACECEC R LG | M00793 vyt  CCCATSTTIx | FG 0405 0480 0710
M00328  Pax-8  ACAJISATIC TUALLIS | Moosst  GATA-3 ALZACATSIXA | BG 0420 0546 0614

Table 40: Five TRANSFAC motif pairs with lowest classification error in Mouse Prostate.



Accession Factor Logo Accession Factor Logo Enrich  Error  Sens Spec

M00651 NF-muEl C CATC M00695 ETF S-S0 BG 0325 0736 0614

M00100 CdxA égl' TAX . | M00770  C/EBP iAQZQIII%xAAi FG 0336 0536 0792
A ] TT =N

M00332 Whn A$f<§AC CLAL | M00939 E2F-1 lﬁrj CCC G BG 0336 0742 0.586

M00145 B2 ECATICATAAT28AS | Moo624 DBP ARAS FG 0349 0.608 0.694

M00136 oct-1  AXCAATATHCAZEER | Moo477  Fox03  LICTT TTﬁ gﬁ FG 0350 0.534 0.766

Table 41: Five TRANSFAC motif pairs with lowest classification error in Human SalivaryGland.

Accession Factor Logo Accession  Factor Logo Enrich  Error Sens Spec
MO00346 GATA-1  aCX AACA | Mo0918 B2F  TTI1a0CECa | BG 0378 0522 0722
M00332 Whn AASCNCCCIET | mooss2 Nl CLCATLCLCA | BG 0381 0684 0554
MO00189 A2 S5CCCSCELLCL | M00743  c-Ets-l A ACC | BG 038 059 0634
M00109  C/EBPbeta 2xATTAIlSAAT<I | mo1017  PBXI gggmg/_xgggxg FG 0398 0562 0.642
MO00126 GATA-1  TXBZACATAsS22E | mMoosr9  MESI SRATCACACEZS FG 0399 0558 0.644

Table 42: Five TRANSFAC motif pairs with lowest classification error in Mouse SalivaryGland.



Accession Factor Logo Accession  Factor Logo Enrich  Error  Sens Spec
T C (o
M00227 v-Myb S¢$AACT S | Mo0939  E2F-1l TTTaLClLCL BG 0337 0700 0.626
MO00695 ETF = M00743  c¢Ets-1 CA AA < BG 0340 0616 0.704
XA B A
M00310 APOLYA A AACLCC ‘?TTT MO00802 Pit-1 éTTCAT I AAQ gié FG 0401 0408 0.790
M00066 Tal-1alpha:E47 A A'|' M00962 AR ) A FG 0.402 0.568 0.628
M00477 FOXO03 Z'QTT TTTAC’T‘TA M00517 AP-1 QQTNTJCTCA é FG 0404 0518 0674

Table 43: Five TRANSFAC motif pairs with lowest classification error in Human SkeletalMuscle.

Accession Factor Logo Accession  Factor Logo Enrich  Error  Sens Spec
M00474  FOXOl SXLTT TTTACATI M00940  E2F-1 I TJICLCCS | BG 0415 0482 0688
M00224  STATI TIQAATTCCC AA Tl M00773  MYB  SciieCALTTz2 | BG 0417 0454 0712
MOO30  Maor L AGGCAC MO00959  ER é.IOA‘C/"'I\'C/S‘C L | r6 0418 0520 o6
AUURZY oIAe = LESS : : :
MO00045 ~ E4BP4 gEéTTA;I; TAA$ M00410  SOX-9  AGRZAACAATZG2x BG 0420 0454 0.706
M00231  MEF-2 l;X%EIQIMAAATAAgﬁﬁ M00800  AP-2 C,EQAACCIAI g5 FG 0422 0508 0.648

Table 44: Five TRANSFAC motif pairs with lowest classification error in Mouse SkeletalMuscle.



Accession Factor Logo Accession Factor Logo Enrich  Error  Sens Spec
MO00255 GC FALCCLCHELLCTY | M00979 PAX6 ACCT AACTC FG 0393 0702 0512
MO0690 Ap3  XCZAAAXT | Mo0795 Octamer 1’ ZATTTSCATAS BG 0394 0478 0.734
MO00498 STAT4 =2 LATTCEA | Moosst FXR/RXR-alpha 5 A TcATTAAQQ BG 0395 0.644 0.566
M00121 USF  AxALCACCTCAZEE | M00939 E2F-1 I T FG 0400 0546 0.654
M00203  GATA-X SATAALZSSL | M00%4t MEF-2 gTAﬁTTTAA BG 0401 0416 0.782
Table 45: Five TRANSFAC motif pairs with lowest classification error in Human Testis.
Accession  Factor Logo Accession Factor Logo Enrich  Error Sens Spec
MO00332 Whn é;‘fQAC CLAL [ Mo0497  sSTAT3 <a=TTCC BG 0408 0572 0.612
MO0189 ap2  £5CCC QA_¢<;§¢ M00341 GaBp  2CC X CA BG 0410 0.600 0.580
M00228  VBP éTTAC TAAI M00975 RFEx CEXCTTCCEA | F6 0412 0376 0800
M00227  vMyb EESLAACL M00254  CCAAT 9;A CCAATCZ-\ FG 0412 0600 0.576
M00639  HNF-6 24 AAATCAATAA M01009  HESI  ASccCTET(cCES, | FG 0413 0614 0560

Table 46: Five TRANSFAC motif pairs with lowest classification error in Mouse Testis.



Accession Factor Logo Accession Factor Logo Enrich  Error  Sens Spec
M00045 E4BP4  SATTAICTAAS:2 | Moolor cixa ADXTIAITA BG 0380 0580 0.660
MO00080 Bvi-1  AGATAAGATAA | Mo0802 Pit-1 ggmgng;ggegg BG 0388 0638 0.86
M00350  GATA-3 ALACATAAxA | Moo477  Foxo3  LICTT fTTACﬂi BG 0391 0576 0.642
M00145 B2 gECATECATAAT28AF | Mo00478 cdes  (GATTTAACATAA BG 0393 0.602 0612
M00133 Tst-1 %lgMﬂégégg% M01007 SRF  CQISTOCTTATATL ¥SRE BG 0398 0464 0.740
Table 47: Five TRANSFAC motif pairs with lowest classification error in Human Thymus.
Accession Factor Logo Accession  Factor Logo Enrich  Error  Sens Spec
M00476 FOXO4 SIOTTCTTTACSIE | mooors BF  TTI2GCLCS FG 0360 0.578 0.702
M00025 Elk-1 FSelCCLLAAZLIZRS | Mo0332 whn  AASCACGCIAL FG 0383 0626 0.608
MO00349 GATA-2 ASAGATAAZA | M00704  TEF-1 SA BG 0407 0544 0.642
MO00082 Evi-1 CATAAGATAZ | moozss  Tcrin CTCATZEXxzSSe | BG 0422 0522 0.634
M00070  Tal-lbetaITE-2  ceehACACATOLISES | Moo326  Paxt  (CCTTCCLCTCTACATAT | BG 0424 0466  0.686

Table 48: Five TRANSFAC motif pairs with lowest classification error in Mouse Thymus.



Accession Accession Logo Enrich ~ Error  Sens Spec
MO0695 M01017 S¥ATCAAICAZ: FG 0403 0672 0522
M00034 M00652 CLCATLCLC FG 0407 0.626 0.560
MO00189 M00463 AI,\XATHAUQAI FG 0414 0572  0.600
MO00126 MO00794 SECLCAAGALSS BG 0414 059 0582
MO00084 M00928 LI CCLIIILC CTE BG 0417 0590 0.576
Table 49: Five TRANSFAC motif pairs with lowest classification error in Human Thyroid.
Accession Accession Logo Enrich  Error  Sens Spec
MO0114 SSCGCTTCACGEAZER | MO00695 GEGG&EG BG 0343 0688 0.626
M00803 MO00986 & == | BG 0345 0706 0.604
M00045 M00199 ATGAETCAS FG 0381 0.634 0.604
M00161 M00639 22AMATCAATA FG 0386 0610 0618
M00079 MO00351 ALAGATSIX FG 0389 0556  0.666

Table 50: Five TRANSFAC motif pairs with lowest classification error in Mouse Thyroid.



Accession Factor Logo Accession  Factor Logo Enrich ~ Error  Sens Spec
M00005 AP-4 BUASTCACCTLELCZCE, | Mo0808 Pax CTGGAACTSAC FG 0416 0646 0522
M00238 Barbie ATSRANAGCLGRRGE | Moo444 VDR (GGTeARz G0TGA FG 0418 0498  0.666
M00249 CHOP:C/EBPalpha  £44" Q#\AI‘,_&QQT MO00652 N1 CLCATCCLCA BG 0418 0.650 0514
M00155 ARP-1 TCA CCGIT ASCCET | Mooso1 CREB C <= BG 0421 0472 0.686
MO0701 SMAD-3 G Ci LCI | moo775  NFY SSIZALCCAATCA FG 0421 0542 0616
Table 51: Five TRANSFAC motif pairs with lowest classification error in Human Trachea.
Accession Factor Logo Accession Factor Logo Enrich  Error  Sens Spec
M00729  Cdx-2  AXASTTTTATY,CE | Mo0093i Sp-1 COCCCECLEE | FG 0403 0656 0538
MO00187 USF —LCACLIxC | Moos4s LF-Al LCC=TCAL | FG 0404 0720 0472
M00130  FOXD3  ZAXTLTTIZITI | Moo66s Sp3 ASSCTTLGLGAGG FG 0408 0.528 0.656
M00500  STAT6 =2FT TCSEL | Moo6l ps3 ACACALLCE FG 0412 0528 0.648
M00526  GCNF  STCAACTTCAAGITCASS | M00720  CAC-binding ACLST LS FG 0414 0648 0524
Table 52: Five TRANSFAC motif pairs with lowest classification error in Mouse Trachea.



Accession Factor Accession  Factor Enrich ~ Error  Sens Spec
MO00651 NF-muEl M00918 E2F SGCGESa BG 0326 0.700 0.648
MO00652 Nirf-1 MO00695 ETF C BG 0351 0.808 0.490
M00342 Oct-1 MO00802 Pit-1 FG 0379 0552 0.690
M00212 Retroviral -~ CAATAAAACEL M00311 ATATA FG 0381 0520 0.718
MO00250 Gfi-1 M01014 SOX FG 0382 0478 0.758
Table 53: Five TRANSFAC motif pairs with lowest classification error in Human TrigeminalGanglion.
Accession  Factor Accession Factor Enrich  Error  Sens Spec
M00432 TTF1 T | Moo764 HNF-4 ¢ FG 0415 0558 0.612
M00133 Tst-1 Ti¢ | M00767 FXR AA ’ A FG 0420 0450 0710
M00406  MEF-2 (CCT | Moos21  c/EBPdela AATTxCoadSAGE FG 0421 0642 0516
M00639  HNF-6 ATAS | M00707 TFIIA C FG 0422 0562 0.594
MO00082 Evi-1 TAZ | moo127 GATA-1 < FG 0424 0466 0.686

Table 54: Five TRANSFAC

4

[

otif pairs with lowest classification error in Mouse TrigeminalGanglion.



Accession Factor Logo Accession Factor Logo Enrich ~ Error  Sens Spec
C, CT
M00277 Lmo2 CcSCALSTOSAs | Mooo6s Sp3 ASSCTTCGREAG BG 0401 0550 0.648
MO00406 MEF-2 CTCTAMAATAACSCE | Mooo78  LEFITCEL  SCTTTCATSLE FG 0403 0612 0582
M00237 AhR:Amt GageATSG0 Lég%ﬁggc M00478 Cdc5 GATTTAACATAA FG 0408 0608 0.576
MO00069 YY1 §§ CLCOATCTTLSTST | Moo211 Poly LY “TCTC BG 0408 0680 0.504
M00420  MEISIA:HOXA9  TCACACLITTIAGLA | Moo43s IPF1 22ETAATGACS FG 0409 0620 0.562
Table 55: Five TRANSFAC motif pairs with lowest classification error in Human Uterus.
Accession Factor Logo Accession Factor Logo Enrich  Error Sens Spec
M00721 CACCC-binding  CAZCCEIT LT T MO00803 E2F [ ol == FG 0359 0.786  0.496
. A A A ZCOACCCA AC
MO00078 Evi-1 RGAZAAGATAAGATAR | Mooots AP2  CccSCCSCALLCS | FG 0363 0.664 0610
M00132 HNF-1 CETTAAT2ATTASSS | Mo0672 TEF  ATCITEAEZATAA | BG 0364 0512 0760
M00639 HNF-6 SAANATCAATAL | moo7as+  poutrt ATCAATAARL | BG 0364 0540 0732
M00644 LBP-1 CACCT o< | Mo0665 sp3 \SSCITLGLEAGH FG 0369 0752 0.510

Table 56: Five TRANSFAC motif pairs with lowest classification error in Mouse Uterus.



